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N\SNN\NNNNS

BHEA R BEEEA RS
‘AR ] LA AR T RE AR K B9 — R 254 ] LA B T sE AR R B — R 2E 4
ZEEREMT (5METFMIEER) ZEEREMT GETFMIER)
w/IBEH, BEEFEER TRIBER, PIEEERIA
AT EF R RTEE REFMEEE
VESMAMIRF, EMEZ. B
REPDMEMBFRT, DEAEMEZS B, TRRESHES
RES E{R£20000-240007 #B3i230000%, EEmRNAFHZEE3-10015
REEBRS RAEE, LEmMRNARI/10
GCEERI— GCEEREK

C BZER1EE N www.tiangen.com % EEHIE : 800-990-6057 400-810-6057 E-mail: people@tiangen.com ) 240




IncRNA%N
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RNA, #E—EER AT 4RRE % AK(Ingolia et al, Cell, 2011; Kim et al,
Nature, 2013).
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InRcute INcRNA cDNA F—it(SRidFIE ( ZEFEAH )
InRcute IncRNA First-Strand cDNA Kit

= %
HR Y INcRNA S RHi7) it STy id ol
KR202-02 20 ul X100 3% 2380 7T

e FEmigsT

25 100 3% InRcute INcCRNA cDNA —#& Bk FI &2 % I8t xH KikdFHRmES
HHRAM @20 pl %) (20 pl &) RNA (INcRNA) REERTFLM=R. 5 mRNAKEL, INcRNA
5xgDNABuffer 50 200 4 AEFEK. GCARERA, “RENEERZHY, HHR
INR-RT Primer Mix 50 pl 200 pl HRINFIXT IncRNA #LUAZRIEMHR . KT EsH/E=HE
InR RT Enzyme Mix 25 pl 100 pl FREFEZH DNA {9 gDNase, Al G & BRIEELH DNA X/
10XInR RT Buffer 50 yl 200 ul FERMERBTFH . RXFEF InR RT Enzyme Mix S {FAEIR
RNase-Free ddH,0 1 ml 2X1ml 3 RE§A FastKing RT Enzyme, HEERETH FRuERFRIEE

FmiTs
=3 BESWH King REREE, RIENERB
iT 95%
R EWRFMNEARBERNESS, BN
TBRATIA 0.1 ng total RNA
i TIESZER, STTEMERETIR
PR : 21 min S50 & T EE B KRB cDNA

REEFRES, FFRIEEM T HK motif, EEERAI RNA FEMMFIH
REM, ERANHEEBLGC R8s, —REWESR, KRFEE
B RNA RiRF M S A ERARE, $HAEEFEKFE
IR, —REMHEITEZE INCRNA FIRERR M.

RIEHMGF
-20°C 1R7F

TR A
REERER cDNA TTHT IncRNA 95 EE PCR A, 77d
BT mRNABEM PCR, % EE PCR, cDNA M EMESESL.

InRcute IncRNA R EEILNATIZE (SYBR Green)
InRcute IncRNA gPCR Kit (SYBR Green)

e st B8RS % 15
REHTIEBT INCRNA EHRRAEZIRF FP402.01 20 X 125 3% 880 7T
FP402-02 20 pl X500 )% 2180 7T

FmEk FEamigsT

) 125 3% 500 & 5 mRNAEEE, IncRNA BFFER, GCERBERFK. ZR4
ISR (20 I 5% ) (20 I fER) OB ERFHSE, HHRRMLHIR INCRNA M LUATIBIIMMR.
2% IR INcRNA PreMix AIRFIEFH 2XInR IncRNA PreMix %1714 IncRNA EE#&
(SYBR Green) 1.25ml - 4xX1.25ml R wEH— R TR R MR E R PCRIGMIRF, Hobiy
50X ROX Reference Dye 250 i 1 ml DNA Polymerase RAHZMEIRRIR BTN, HBIRA~MH
RNase-Free ddH,0 1 ml 5X1 ml AREEEHMENEFFENELTEEES NN REE. o,

iR

SRBEMREEITREE, ERREEERRE,
EFER INCRNA #31]

H-Competitor Bl FR=®E§E, TEHRS GC
£ 2% IncRNA 14}

EP A/ FRE PCR AR, BMMRIPESE,
FEDZ T B T

RESHMF
-20°C 1®%F

t 20

Buffer #1350 T B H-competitor B F#1 EP B4y, FEAR~EGE
BIZREARLEY, WNAE GC REMNEN. EEELSRE
HIEIEAR . PCR MR BB SHERUR K EEREAESTE
BN EERAY, HHEAEREMENESR, BiAEER
KA IncRNA HIEEHM,

TR

BrEATES LA EEMNE LRA SYBR Green Kt 1T
INcRNA FRIADHTHISELE, thiEE S GC. ERT RGN, Rk
BESKKFE cDNA EiREZRER.

( BZER1EE N www.tiangen.com % EEHIE : 800-990-6057 400-810-6057 E-mail: people@tiangen.com ) 242




25815 (KR202/FP402)

IncRNAH: |
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The long noncoding RNA T5120 regulates
nitrate response and assimilation in
Arabidopsis

LncRNA ZEB1 - AS1 down - regulation
suppresses the proliferation and invasion by
inhibiting ZEB1 expression in oesophageal
squamous cell carcinoma

Long non-coding RNA CDKNZ2B antisense
RNA 1 gene contributes to paclitaxel
resistance in endometrial carcinoma

Silencing of GAS5 alleviates glaucoma in
rat models by reducing retinal ganglion cell
apoptosis

Whole-transcriptome RNA sequencing
reveals the global molecular responses
and ceRNA regulatory network of mRNAs,
IncRNAs, miRNAs and circRNAs in response
to copper toxicity in Ziyang Xiangcheng (Citrus
junos Sieb. Ex Tanaka)

The global effects of PmRunt co-located and
co-expressed with a lincRNA IncRunt in pearl
oyster Pinctada fucata martensii

LncMSEN1, a mantle-specific LncRNA
participating in nacre formation and response
to polyl: C stimulation in pearl oyster Pinctada
fucata martensii

Knockdown of IncRNA KCNQ10T1
suppresses the adipogenic and osteogenic
differentiation of tendon stem cell via
downregulating miR-138 target genes
PPAR vy and RUNX2

Long non-coding RNA CDKN2B antisense
RNA 1 gene inhibits Gemcitabine sensitivity
in bladder urothelial carcinoma

Long non-coding RNA GHET1 contributes to
chemotherapeutic resistance to Gemcitabine
in bladder cancer

Resveratrol exhibits an effect on attenuating
retina inflammatory condition and damage of
diabetic retinopathy via PON1

Long Noncoding RNA Expres?on Signatures
of Colon Cancer Based on the ceRNA
Network and Their Prognostic Value

Comparative pro?ilin?; of differentially
expressed microRNAs in estrous ovaries of
Kazakh sheep in different seasons
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